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Primary Aldosteronism (PA) is classified into Aldosterone-Producing Adenomas (APA), usually treated surgically,
and Idiopathic Hyperaldosteronism (IHA), typically managed with medication. The cause of IHA remains unknown.
This research comprehensively measured proteins in blood from APA and IHA patients, identifying an IHA-specific
protein profile. Further, we found a significant correlation between these proteins, visceral fat mass, and Plasma
Aldosterone Concentrations (PAC), suggesting potential involvement in IHA onset. Future work will involve cellular
experiments with these proteins to explore their role in excess aldosterone secretion.
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# 1. Fold change analysis

APA vs IHA (Fold change analysis) PA vs EH (Fold change analysis)
1 (Mifi’ij:n) (B/Ilfiliin) ke P (Mfd}ilan) (Mfcﬁan) Fe P
HEA 484 594 1.23 | 1.30E-05 434 539 1.24 | 5.60E-07
HHB 1270 1529 1.20 | 1.70E-04 1123 1353 1.20 | 2.10E-05
#HC 711 804 1.13 | 3.10E-04 658 757 1.15 | 3.90E-04
#HH D 1375 1507 1.10 | 4.60E-04 1278 1462 1.14 | 7.10E-07
HEHE 538 602 1.12 | 4.60E-04 492 563 1.14 | 1.50E-05
EHF 1470 1625 1.11 | 4.80E-04 1419 1518 1.07 | 7.90E-04
#H G 1336 1499 1.12 | 4.90E-04 1202 1419 1.18 | 7.10E-08
&I H 1299 1497 1.15 | 5.00E-04 1167 1351 1.16 | 3.40E-05
HHAI 1636 1995 1.22 | 5.30E-04 1422 1812 1.27 | 1.80E-08
HHJ 1026 1123 1.10 | 5.30E-04 1007 1094 1.09 | 3.20E-04
#H K 702 784 1.12 | 5.40E-04 643 760 1.18 | 2.80E-07
HHL 539 625 1.16 | 6.60E-04 450 568 1.26 | 1.70E-07
HHM 1903 2151 1.13 | 7.10E-04 1595 2044 1.28 | 6.50E-08
HHAN 1967 2643 1.34 | 9.40E-04 1671 2415 1.45 | 6.90E-05
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#¢ 2. Spearman rank correlation

B RN )] PAC
HH CC P CC P CC P

#H O | 0.51 | 2.30E-05 | 0.55 | 3.30E-06 | -0.46 | 2.90E-04

HZHP | 0.33 | 8.70E-03 | 0.46 | 1.30E-04 | -0.48 | 1.10E-04

#H Q| 0.47 | 1.00E-04 | 0.34 | 5.80E-03 | -0.45 | 4.10E-04

#HR | -0.04 | 7.80E-01 | -0.35 | 5.10E-03 | 0.47 | 1.60E-04

HI1S | -0.29 | 2.40E-02 | -0.41 | 7.90E-04 | 0.42 | 8.80E-04

HZMAT | -0.30 | 1.70E-02 | -0.47 | 9.70E-05 | 0.43 | 6.70E-04

#H U | -0.28 | 2.50E-02 | -0.49 | 4.90E-05 | 0.42 | 9.00E-04

#HHV | -0.38| 1.90E-03 | -0.65 | 1.00E-08 | 0.42 | 9.90E-04

#% 3. Pathway fi#tbi

Term Count | % | List Total | Pop Hits | Pop Total | Fold Enrichment | P value
Pathway 1 18 16.34 174 251 8205 3.38 2.0E-5
Pathway 2 | 12 | 4.23 174 159 8205 3.56 5.2E-4
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